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1. Description

This project segments the blobs example from ImageJ

2. Utilized nodes

Name Description Signature
Applies an auto-thresholding algorithm. If higher-dimensional
data is provided, the filter is applied to each 2D slice. (Image (8 bit)
Auto Input) -> (
threshold 2D This algorithm groups the incoming data based on the Image (mask)
annotations. Those groups can consist of one data item per  Output)
slot.
Compartment Output of a compartment 0->0
output P P
Extract RO Extracts the metadata (properties map) of each ROI and (ROI list Input) -
metadata as : : > (Results table
writes them into a table
table Output)
File list Converts each provided path into file data. O.'> (File
Filenames)

Converts mask images into ROI by applying a connected
components algorithm and generates measurements. Please
note that this algorithm will always trace the external object

boundaries and convert them into polygonal ROIs. This &Zg%e_gnzg‘gf
Find means that holes will be closed. This node requires a .
) . : . list ROI,
particles 2D thresholded image as input and will extract measurements Results table
from the thresholded image. If you already have ROI
Measurements)

available and want measurements, use 'Extract ROI statistics'.

If higher-dimensional data is provided, the results are

generated for each 2D slice.

Import image Loads an image via the native ImageJ functions. (File Files) ->
Image Image)

Sets ROl metadata by statistics.

Set ROI (RO list RO,
metadata by . : . . Image
statistics This algorithm groups the incoming data based on the Reference) -> (



(expression) annotations. Those groups can consist of one data item per ROl list Output)
slot.

Set overlay ROIls
(Image Input,

Set overlay  This algorithm groups the incoming data based on the ROI list ROI) ->
annotations. Those groups can consist of one data item per  (/mage Output)
slot.

3. Dependencies

3.1. JIPipe extensions

Name Version Author(s)
Filesystem types and Zoltan Cseresnyés*, Ruman Gerst*, Marc Thilo
. 1.81.0 .
algorithms Figge#
. - . .
Standard table operations 1.81.0 I%pltan Cseresnyés*, Ruman Gerst*, Marc Thilo
igge#
A Aok * i
ImageJ algorithms 1810 Zpltan Cseresnyés*, Ruman Gerst*, Marc Thilo
Figge#
A Aok * 1
Strings 1810 Zpltan Cseresnyeés*, Ruman Gerst*, Marc Thilo
Figge#
A Aok * 1
Compartment management 1810 IEoltan Cseresnyeés*, Ruman Gerst*, Marc Thilo
igge#
A Aok * 1
Forms 1810 Z_oltan Cseresnyes*, Ruman Gerst*, Marc Thilo
Figge#
A Aok x 1
Core 1810 Z_oltan Cseresnyeés*, Ruman Gerst*, Marc Thilo
Figge#
. . . .
ImageJ integration 1.81.0 I%ic:gl;}aer;#Cseresnyes , Ruman Gerst*, Marc Thilo

3.2. ImageJ update sites

Name URL
IJPB-plugins https://sites.imagej.net/IJPB-plugins/

https://sites.imagej.net

ImageScience /ImageScience/
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5. Pipeline text description

5.1. Compartment C1 "Main"
5.1.1. Node #1 "File list" of type "File list"

®* The parameter item #1 of "Files" (file-names) is set to "blobs.gif"
5.1.2. Node #2 "Import image" of type "Import image"

® Input "Files" of node #2 receives data from output "Filenames" of node #1
® The parameter "Remove LUT" (remove-lut) is set to true

5.1.3. Node #3 "Auto threshold 2D" of type "Auto threshold 2D"

® Input "Input" of node #3 receives data from output "Image" of node #2
® The parameter "Method" (method) is set to "Moments"

5.1.4. Node #4 "Find particles 2D" of type "Find particles 2D"



® |nput "Mask" of node #4 receives data from output "Output” of node #3
® The parameter "Extracted measurements" (measurements) is set to {"values":
["Centroid","Area","PixelValueMinMax"],"collapsed":true}

5.1.5. Node #5 "Set ROI metadata by statistics (expression)" of type "Set ROl metadata
by statistics (expression)”

® Input "ROI" of node #5 receives data from output "ROI" of node #4
®* The parameter item #1 of "Generated metadata” (metadata-generators) is set to value =

Area, key ="Area"
®* The parameter item #2 of "Generated metadata” (metadata-generators) is set to value =
AVG(all.Area), key = "MeanArea"
5.1.6. Node #6 "Set overlay" of type "Set overlay"

® |nput "Input” of node #6 receives data from output "Image" of node #2
® Input "ROI" of node #6 receives data from output "ROI" of node #4

5.1.7. Node #7 "Extract ROl metadata as table" of type "Extract ROl metadata as table"
® |nput "Input” of node #7 receives data from output "Output” of node #5
5.1.8. Node #8 "Main output” of type "Compartment output"

® Input "Data" of node #8 receives data from output "Output” of node #6



